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Abstract A phenotypic response, either plastic or
evolved, is often required for successful invasion of
novel environments. Populations of the invasive snail
Potamopyrgus antipodarum have colonized a wide
range of environments in the western U. S. since 1985,
but the extent of plastic adjustment and evolved
adaptation to local environments is largely unknown.
We examined variation in shell morphology among
four sites in the Snake River, Idaho, including both
still-water and free-flowing river habitats and compared the variation to that of a native snail (Pyrgulopsis robusta) using geometric morphometric
techniques. Using Generalized Procrustes analysis,
we tested for phenotypic responses by determining (1)
whether Po. antipodarum from the four locations
differed in shell morphology, and (2) whether these
snails exhibited corresponding shell shape variation
with sympatric populations of a native snail. Both
native and invasive snails exhibited similar variation
in shell morphology across three of the four sites. The
Canonical Variate assignment test grouped 85 % of
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both snail species to their rightful sample site. In
addition, the Principal Component Analysis displayed
similar patterns of shell variation across the four sites,
indicating parallel variation in shell shape. For three of
the four sites, both the native and invasive snails
exhibited differences in shell shape consistent with
water flow variation (still-water versus fast freeflowing river). Taken together, these results suggest
that the shell shape of the invasive snail has changed
either through plasticity or evolution, and that both
native and invasive snail populations responded to
local environmental conditions in a similar manner.
Keywords Biological invasions  Phenotypic
plasticity  Adaptive evolution  Shell
morphology  Potamopyrgus antipodarum 
Pyrgulopsis robusta

Introduction
A species colonizing a novel range may need to
change phenotypically for populations to grow under
unfamiliar abiotic and biotic conditions. As a consequence, traits linked to fitness are expected to vary in
established invasive species across spatially heterogeneous environments. Variation in these traits may be
genetically or epigenetically based, or a plastic
response to environmental gradients (Lee 2002;
Richards et al. 2006; Prentis et al. 2008). Phenotypic
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plasticity can promote invasion success across environmental gradients through the production of environmentally-induced phenotypes by a given genotype
(Baker 1965; Stearns 1989; Agrawal 2001; Yeh and
Price 2004). Plasticity itself is a product of evolution
that can be selected for during colonization of novel
habitats (Richards et al. 2006). However, once a
plastic genotype becomes fixed in a population, any
phenotypes it expresses are generally considered not
to be heritable (Ghalambor et al. 2007), but might be
based on epigenetic inheritance (Bonduriansky et al.
2011). Both adaptive evolution and epigenetic transgenerational plasticity allow the rapid production of
adapted genotypes specialized for different habitats,
thereby allowing establishment and spread of invasives across broad ranges (Lee 2002; Lee and
Gelembiuk 2008; Bonduriansky et al. 2011). The
capacity to respond adaptively, whether plastic or
evolved, to environmental gradients might influence
the success of an invasive species in establishing
across a wide geographic range.
We examined shell shape responses within invasive
populations of a freshwater snail, Potamopyrgus
antipodarum, the New Zealand mud snail, near the
initial focal area of its recent North American invasion
(Proctor et al. 2007). This snail is parthenogenetic in
its invasive range (Zaranko et al. 1997), and single Po.
antipodarum clonal genotypes have spread across
environmental gradients in the western United States,
Europe, and the Great Lakes (Ponder 1988; Hauser
et al. 1992; Dybdahl and Drown 2011). Since 1985,
Po. antipodarum has spread rapidly along the Snake
River (Kerans et al. 2005; Hall et al. 2006), which has
considerable abiotic spatial variation in water chemistry, temperature, and especially water velocity
(Hershler et al. 2010). The pattern of establishment
and spread by clonal lineages lacking variation at
neutral genetic markers suggests that adaptive phenotypic plasticity might be necessary for invasion
success, but some studies suggest there is potential
for genetic variation among Po. antipodarum population in the Columbia and Snake Rivers (Dybdahl and
Kane 2005; Hershler et al. 2010). In this paper we
address the following questions: (1) do invasive
populations exhibit variation in shell shape, which is
known to influence fitness across different environmental conditions, and (2) if so, how does shell shape
variation compare to that in a native species that is
presumed to be adapted to local environments?

123

E. J. Kistner, M. F. Dybdahl

To answer these questions we examined variation
in Po. antipodarum shell morphology using geometric
morphometrics. Snail shells are an important component related to a snail’s overall fitness and exhibit
considerable plasticity (Kemp and Bertness 1984;
Vermeij 1995; Minton et al. 2011). Environmental
forces such as current velocity, temperature, and
predator abundance drive the evolution of shell
morphology (Struhsaker 1968; Janson and Sundberg
1983; Vermeij 1995; Rolan-Alvarez et al. 1997;
Bourdeau 2009). In its native range, Po. antipodarum
exhibits considerable morphological variation in
response to water flow (Haase 2003), predation risk
(Holomuzki and Biggs 2006), and parasitism (Negovetic and Jokela 2001). However, little is known about
shell morphology and processes of adaptation in the
invaded range of these widespread snails.
Water velocity is often a strong agent of selection
for aquatic snails (Vermeij 1995). For example, snail
shells in high flow environments often exhibit short
spires and large apertures, which in turn reduce lift and
drag pressure while maximizing foot size for better
attachment (Dussart 1987; Statzner and Holm 1989;
Vermeij 1995; Minton et al. 2011). For Po. antipodarum in its native range, Haase (2003) found clinal
variation in shell morphology in response to water flow
to be the product of phenotypic plasticity; snail shell
size increased in response to increasing water velocity.
In the western U.S., invasive populations of Po.
antipodarum inhabit a wide variety of habitats, from
still-water reservoirs and estuaries to high velocity
flow in rivers (Dybdahl and Drown 2011). There is
considerable shell variation among three geographically distinct invasive populations, the result of both
plastic and evolved responses (Kistner and Dybdahl
2013). However, it is unclear how this shell shape
variation is related to water flow, and whether shell
shape is an adaptive response to water flow.
In this study, to determine how shell shape varies
with water flow, we first examined variation in shell
morphology among populations of Po. antipodarum in
different river sections, including free-flowing and
still-water sites along the Snake River, Idaho. We
found significant variation in shell shape that suggested an adaptive response to flow velocity. To
further test whether these responses were adaptive in
the local environment, we compared shell shape of the
invasive snail to that of an ecologically similar native
snail, Pyrgulopsis robusta. One indication of an
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Table 1 Collection information for sympatric Po. antipodarum and Py. robusta sites along the Snake River
Site name

Collection location

Nearest city

Latitude

Longitude

Current velocity (m3/s)

Reservoir

Arm of CJ strike reservoir, river mile 495

Grand View

42.9478°N

115.9452°W

17 m3/s

River 1

Snake river, river mile 545

King Hill

42.9921°N

115.2295°W

3,048 m3/s

River 2
River 3

Snake river, river mile 537
Snake river, river mile 538

Glenns Ferry
Glenns Ferry

42.9388°N
42.9366°N

115.3355°W
115.3106°W

1,677 m3/s
1,524 m3/s

All sites were located along the Snake River in Idaho. Reservoir is a still-water site in the CJ Strike Reservoir, while the other three
sites are free-flowing reaches of the Snake River. Current velocity measurements are mean annual water flow rates from 1985 to 2008
matching the time of Po. antipodarum’s arrival in the Snake River

adaptive response would be parallel patterns of shell
shape variation in the two species (Young et al. 2009).
Po. antipodarum and Py. robusta are in the same
family (Hydrobiidae), are ecologically similar (Riley
et al. 2008), and coexist along the middle section of the
Snake River (Hershler and Liu 2004; Dybdahl and
Drown 2011). Py. robusta has a long evolutionary
history dating back hundreds of thousands of years in
pre-historic Lake Idaho and then the Snake River after
Lake Idaho drained (Taylor 1985; Hershler and Liu
2004). On the other hand, Po. antipodarum has only
been in this region for about 25 years but has spread
rapidly, sometimes reaching great abundance (Kerans
et al. 2005; Hall et al. 2006). In summary, we tested for
adaptive responses in invasive Po. antipodarum by
examining shell variation of sympatric native and
invasive snail populations along a water flow gradient.

Snake River, referred to as River 1, 2 and 3 (Table 1).
The specimens from these sites were collected in June
2007 and loaned to us by Orma J. Smith Museum of
Natural History. Current velocity data for these sites
was obtained from the U. S. Geological Survey (USGS
National Water Information System 2013). If water
velocity is an important determinant of shell shape
variation, and shell shape is adaptive, we would expect
that (1) longer narrower shells would occur in slower
water, such as the reservoir site, (2) shorter, stouter
shells would be favored in faster flow sites (Haase
2003; Minton et al. 2011), and (3) the two species
would exhibit parallel patterns of variation across the
four sites. A pattern of variation that does not match a
priori predictions, or that is not parallel between
species would be inconsistent with an adaptive
explanation.
Geometric morphometric analysis

Materials and methods
Study sites
We obtained field samples of adult snail shells for both
Py. robusta and Po. antipodarum from four sites
where the two species are sympatric. The four sites
were located along the Snake River, Idaho, in the
western United States (Table 1).
One site, referred to as the Reservoir site, was
located in still-water habitat in a reservoir, CJ Strike,
on the Snake River. CJ Strike Reservoir is a man-made
lake created by the impoundment of the Snake River
and Bruneau River near Grand View, Idaho. Adult
snails were collected from field sites by sifting aquatic
vegetation and substrate using wire sieves. Specimens
from CJ Strike were collected in April 2008. Three
other sites were located in free-running reaches of the

Shells from both native and invasive species were
scrubbed clean of algae, dried, and mounted on
museum gel to prevent shadows when being photographed. Only adult snails with five whorls were
photographed and used in the geometric morphometric analyses. Images were obtained using a digital
camera attached to a dissecting microscope. Shells
were oriented with the axis of coiling horizontal, and
the aperture face up. A millimeter ruler was mounted
in the plane of aperture focus. Consistent orientation
of the specimen is critical to minimize random error in
morphometric analyses (Schilthuizen and Haase
2010). A series of repeated photos of the same shell
was taken to quantify errors due to imprecision in
orientation. Photos of individual shell specimens were
then analyzed using geometic morphometric
techniques.
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Fig. 1 Digitized landmarks used in the morphometric analysis. Eighteen landmark points shown on Po. antipodarum (Left) were also
used on Py. robusta (Right). Ruler units are in millimeters

Geometric morphometrics is a common method for
analyzing shape. Morphometrics is a quantitative
method of addressing shape comparisons using digitized landmark points (Zelditch et al. 2004). Morphometric landmarks were chosen that are likely to
represent structurally corresponding points across
both species. Structurally corresponding landmarks
are defined by two criteria: distinctness from other
locations and recognizable in all specimens (Zelditch
et al. 2004), and represent correspondence of parts but
not evolutionary homology (Lele and Richtsmeier
2010). Thirteen corresponding points were found on
Po. antipodarum and Py. robusta (Fig. 1) including
the apex (LM 1), whorl grooves (LM 2–9) and the
aperture (LM 13–16). Body whorl correspondence
(LM 10–12, 17–18) may be subject to random error,
given the lack of basal cords and variation in curvature
between the native and invasive snail shell. Nevertheless, our significant results suggest that this error was
minimized.
The 18 landmark points were digitized from photos
using TPSDIG Version 2 (Rohlf 1997). These landmarks were placed on all 280 snail shells used.
Geometric morphometric analyses were conducted
using these digitized landmarks. The file of digitized
coordinates was opened in CoordGen7 (Sheets 2011),
which was then used to scale digitized landmarks to
unit centroid size, and rotated to minimize the summed
squared distances between landmarks. This standard
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alignment known as Procrustes alignment removes
size differences among specimens while retaining
allometric relationships, making it possible to analyze
shape independent of size (Zelditch et al. 2004). Thus,
the effects of non-shape information (position, orientation, and scale) were mathematically eliminated
from these landmark configurations using a Generalized Procrustes analysis (GPA). Since Py. robusta has
shorter, more globular shells than Po. antipodarum,
we used Procrustes analysis to ensure that size
differences between the two species did not overshadow variation in shell morphology across the four
sample sites. In addition, GPA generates landmark
plots that display the mean location of each of the 18
landmarks, enabling visual comparison of shell structure among sites and between species. GPA plots were
generated in PCAGen7 (Sheets 2011).
To test for among-population variation in shell
morphology, a Canoncial Variates Analysis (CVA)
was conducted on the 18 digitized landmark points on
both species from the four sites (Sheets 2011). This
CVA differentiated snails based on among site differences. A CVA mathematically emphasizes the differences that vary most between groups (sites) while
minimizing within group variation (species), making it
easier to discern which characteristics are unique to
each group (Zelditch et al. 2004). The CVA also
conducts a group assessment test in which specimens
are assigned groups based on morphological
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Fig. 2 Canonical Variates Analysis plot of Po. antipodarum
across four sites (Reservoir—blue, River 1—red, River 2—
purple, River 3—green). Canonical Variates 1 and 2 were
significant (P \ 0.001 in both cases) and comprised 54.4 and
16.4 % of the total variation, respectively

Fig. 3 Canonical Variates Analysis plot of Py. robusta across
four sites (Reservoir—blue, River 1—red, River 2—purple,
River 3—green). Canonical Variates 1 and 2 were significant
(P \ 0.001 in both cases) and comprised 61.7 and 30.3 % of the
total variation, respectively

variability (see Kistner and Dybdahl 2013). First, a
CVA was conducted on 140 Po. antipodarum individuals from the four sites and a similar analysis was
conducted on 140 Py. robusta individuals to determine
the extent of morphological variation in each of the
species. A CVA and a Principal Component Analysis
(PCA) were then conducted on the combined Po.
antipodarum and Py. robusta (280 individuals) to
determine if there were any parallel patterns in
variation between the two species. The PCA maintains
Euclidian distances, generated by the GPA, between
specimens, so that patterns of variation among the four
sites may be displayed. All Canonical Variates
Analyses were performed in CVAGen7 while the
Principal Component Analysis was conducted in
PCAGen7 (Sheets 2011). Morphological differences
detected by the CVA among Po. antipodarum populations were analyzed using a univariate ANOVA. A
second univarite ANOVA was used to assess morphological differences detected by the CVA among
Py. robusta populations. If Po. antipodarum and Py.
robusta populations differ in shell shape across the
sample sites, there should be significant site effects.
Univariate ANOVAs were also used to compare
morphological differences detected by the CVA and
PCA among sites containing both invasive Po. antipodarum and native Py. robusta populations.
To further test for patterns in shell morphology
among populations, traditional length measurements
were calculated using TmorphGen7 (Sheets 2011).
This program generates a set of traditional length
measurements from a geometric landmark data set of

paired coordinate measurements. These calculations
maintain the Euclidean distances between specimens
generated by the GPA. The following length measurements were calculated: shell height between
landmarks 1 and 16, upper body whorl width between
landmarks 10 and 11, lower body whorl width between
landmarks 12 and 18, aperture width between landmarks 14 and 15, and aperture height between
landmarks 13 and 16 (Fig. 1). We employed univariate ANOVAs to compare traditional length measurements among populations. All statistical analyses were
performed using the Proc GLM procedure in the SAS
language (SAS Institute 2004).

Results
Invasive Po. antipodarum and native Py. robusta
populations exhibited shell shape variation among
sites. The CVAs of native and invasive snail populations across the four sites identified two significant
canonical axes (Figs. 2 and 3; respectively). In the
jack-knife assignment tests with 1,000 replicates using
14 individuals as ‘unknowns’ (10 % of specimens),
80 % of invasive individuals were correctly classified
(77.4 % significantly) while 75.7 % of native individuals were correctly classified (74.9 % significantly).
The assignment tests grouped 93 % of the invasive
snails to the correct site (Table 2) and 96 % of the
native snails to the correct site (Table 3). The effect of
site on shell morphology of invasive and native snail
populations was significant along both CV1
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Table 3 Group assignment from CVA-Mahalanobis distances
for Py. robusta populations
Reservoir
Reservoir

River 1

39

0

River 1

0

River 2

0

River 3

0

River 2

River 3

0

1

38

1

1

1

37

2

0

0

20

Original groups based on populations are placed along rows,
while CVA groups based on morphological variability are
placed along columns. Reservoir, River 1, River 2 populations
consisted of 40 specimens while River 3 consisted of 20
specimens. The group assignment test placed 97 % of
Reservoir snails, 95 % of River 1 snails, 92 % of River 2
snails, and 100 % of River 3 snails with the correct population.
Only 4 % of the specimens were assigned incorrectly

Fig. 4 Canonical Variates Analysis plot a and Principal
Component Analysis plot b showing four sites (Reservoir—
blue, River 1—red, River 2—purple, River 3—green) and both
Po. antipodarum (square) and Py. robusta (triangle)

Table 2 Group assignment from CVA-Mahalanobis distances
for Po. antipodarum populations
Reservoir
Reservoir

River 1

River 2

River 3

38

1

0

1

River 1

0

40

0

0

River 2

2

0

35

3

River 3

0

0

0

20

Original groups based on populations are placed along rows,
while CVA groups based on morphological variability are
placed along columns. Reservoir, River 1, River 2 populations
consisted of 40 specimens while River 3 consisted of 20
specimens. The group assignment test placed 95 % of
Reservoir snails, 100 % of River 1 snails, 86 % of River 2
snails, and 100 % of River 3 snails with the correct population.
Only 7 % of the specimens were assigned incorrectly

(F3,136 = 176.617, P \ 0.001; F3,136 = 214.882,
P \ 0.001; respectively) and CV2 (F3,136 =
103.277, P \ 0.001; F3,136 = 105.423, P \ 0.001;
respectively). GPA revealed that Py. robusta exhibited
greater among-site variation than Po. antipodarum.
Invasive and native reservoir snails had long spires,
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small body whorls and small apertures. River 2 snails
were short and stout with short spires, large body
whorls and large apertures. River 3 snails were
intermediate in all shape features. However, invasive
River 1 snails had long spires, small body whorls and
small apertures. In contrast, native River 1 snails had
short spires, large body whorls and large apertures,
indicating differential shape variation between the two
species at this site.
Native and invasive populations exhibited parallel
variation at three of the four sites where they are
sympatric. The CVA conducted on both species across
the four sites identified two significant canonical axes
(Fig. 4a). Canonical Variate 1 and 2 were significant
(P \ 0.001), comprising 55.6 % and 34.8 % of the
total variation, respectively. Despite distinct morphological differences between species (Fig. 1), the
assignment test grouped 85 % of the snails from both
species to the correct site (Table 4). In a jack-knife
assignment test with 1,000 replicates using 28 individuals as ‘unknowns’ (10 % of specimens), 75.7 %
of individuals were correctly classified, 74.9 % significantly. The effect of site on shell morphology was
significant along both CV1 (F3,276 = 200.67,
P \ 0.001) and CV2 (F3,276 = 125.43, P \ 0.001).
The combined species GPA maintained similar shape
trends exhibited by both species at Reservoir, River 2
and River 3 sites. In all three GPA analyses, Reservoir
snails were long and narrow with small apertures,
River 2 snails were short and stout with large
apertures, and River 3 snails were intermediate in all
features. In contrast, River 1 snails displayed the
globular body whorls and large apertures seen in Py.
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robusta snails and the long narrow spires exhibited by
the Po. antipodarum snails at this site.
The PCA conducted on both species across the four
sites identified two significant eiganvalues (Fig. 4b).
Principal Component 1 and 2 were significant
(P \ 0.001), comprising 70.84 % and 7.4 % of the
total variation, respectively. The effect of site on shell

morphology was significant along both PC1
(F3,276 = 23.7, P \ 0.001) and PC2 (F3,276 = 12.31,
P \ 0.001). PC1 represents increases in the shell
spire, body whorl, and aperture as the axis becomes
more positive (Fig. 5a). Therefore, reservoir snails
have long spires with narrow body whorls and small
apertures, while river 2 and 3 snails have short spires
with large body whorls and large apertures. A pairwise comparison of PC1 means among sites containing both snail species revealed that all sites were
significantly different (P \ 0.01) except for River 1
and River 3 (P = 0.469). PC2 represents decreases in
spire length and width, increases in body whorl height,
and a leftward shift the position of the aperture as the
axis becomes more positive (Fig. 5b). A pair-wise
comparison of PC2 means among sites indicated that
only Reservoir snails were significantly different from
River 1 and 2 snails (P \ 0.001) with no other
significant differences along PC2 (P [ 0.6).
All five traditional length measurements exhibited
significant differences across sites (Fig. 4). The effect
of site on shell height was significant (F3,276 = 101.2,
P \ 0.001) with reservoir snails being 23 % longer
than river snails. A pair-wise comparison of shell

Fig. 5 Landmark vector plots along Principal Component 1
(a) and 2 (b). The origins of the arrows indicate the location of
the 18 landmarks in the mean shape of the entire data set along

PC1 and PC2. The line vectors indicate the changes in the
relative position of the landmarks as the score on PC1 (a) and
PC2 (b) increases

Table 4 Group assignment from CVA-Mahalanobis distances
on combined Potamopyrgus and Py. robusta populations across
four sites
Reservoir
Reservoir

River 1

River 2

River 3

73

1

0

6

River 1

1

75

3

1

River 2

5

2

58

15

River 3

5

1

1

33

Original groups based on populations are placed along rows,
while CVA groups based on morphological variability are
placed along columns. Reservoir, River 1, River 2 populations
consisted of 80 specimens while River 3 consisted of 40
specimens. The group assignment test placed 91 % of
Reservoir snails, 94 % of River 1 snails, 73 % of River 2,
and 83 % of River 3 snails with the correct population. Only
15 % of the specimens were assigned incorrectly
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height means found significant differences among all
sites (P \ 0.001). For upper and lower body whorl
measurements, the effect of site was significant
(F3,276 = 84.13, P \ 0.001; F3,276 = 49.8, P \ 0.001;
respectively) and pair-wise comparisons found significant differences among all sites (P \ 0.0001 and
P \ 0.01, respectively). For aperture height and
width, the effect of site was significant
(F3,276 = 40.62, P \ 0.001; F3,276 = 47.4, P \ 0.001;
respectively) and pair-wise comparisons found significant differences among all sites (P \ 0.01 and
P \ 0.01; respectively). As in the GPA and PCA,
Reservoir snails had the longest shell height, shortest
body whorl lengths, and smallest aperture while River
2 snails exhibited the opposite trend in all five
traditional length measurements. River 1 snails displayed shape characteristics of both species with the
second longest shell height, the same as the long spired
Po. antipodarum. In addition, River 1 snails exhibited
the second widest body whorl and second largest
aperture; the same trend exhibited by Py. robusta
snails at this site. Once again, River 3 snails were
intermediate in all five traditional length
measurements.
In all Geometric Morphometric analyses, River 2
populations exhibited short spires, large body whorls,
and large apertures. Reservoir populations always
displayed long spires, small body whorls, and small
apertures. Furthermore, River 3 snails were consistently intermediate in all shape features. Therefore,
Py. robusta and Po. antipodarum displayed similar
trends in shell shape variation across three of the four
sites. However, River 1 populations displayed opposite shell shapes with Po. antipodarum exhibiting long
and narrow shells and Pr. robusta exhibiting short and
globular shells.

Discussion
A central focus in invasion ecology is to determine
how invasive species become locally abundant and
geographically widespread and the role of adaptive
responses to environmental variation. This study
sought to determine the importance of adaptive
responses in shell morphology of invasive Po. antipodarum. We found significant variation among four
Po. antipodarum populations in the Snake River,
Idaho. We compared shell shape variation between the
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invader and a sympatric, long-established, ecologically similar native snail, and found evidence of
parallel shell shape variation in the two species across
three of the four sites. Both species exhibited shell
variation that was consistent with the water velocity of
three of the four sites (reservoir versus free-flowing
river), suggesting that shell variation is adaptive
(Vermeij 1995; Haase 2003; Minton et al. 2011).
Parallel shell responses between the two species to
environmental conditions across the majority of sites
further suggest adaptive responses (Young et al.
2009).
Adaptive responses by the invasive species could
be rejected if (1) invasive snails did not exhibit
variation in shell shape among sites, (2) if that
variation was not similar to that of a long-established
native species, and (3) if shape variation in both
species did not match a priori expectations based on
flow conditions. In contrast, we found that Po.
antipodarum exhibited significant variation in shell
shape across the four sites, having arisen by plastic
adjustments, transgenerational plasticity, or evolution
since its recent colonization of the Snake River in
1985. Snails of this species differed among sites in
body whorl size, spire length, and aperture shape.
Native Py. robusta populations exhibited greater
variation in shell morphology than sympatric invasive
Po. antipodarum populations (Figs. 2, 3). Despite the
greater among-site variation in Py. robusta, both snails
consistently differed by the same three shape traits and
exhibited similar shape differences. When both species were analyzed together, the Canonical Variate
assignment test placed 85 % of individuals to the
correct site (Table 4), suggesting similar responses to
environmental variation. While River 1 snails did not
exhibit the same shell characteristics, 94 % of River 1
invasive and native snails were categorized correctly
when analyzed together (Table 4), indicating that
snails at this site do share some morphological
characteristics. The PCA revealed more within-site
variation compared to the CVA. This is probably due
to shape differences between the two species. The
GPA aligned all specimens within a population to an
iteratively estimated mean specimen and these distances between specimens are preserved in the PCA
not the CVA (Fig. 4). Given the differences in shape
between the two species, the mean specimen was
between the two extremes resulting in the clustering of
invasive specimens on the right side of PC1 and native
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specimens more on the left side of this axis (Fig. 4b).
Despite this, similar patterns in shell shape did
emerge. PC1 placed long narrow reservoir forms on
the negative left side and placed the short globular
snails from the river sites on the more positive right
side. For both species, shell shape variation between
both native and invasive snails sampled from Reservoir and the River 2 and 3 sites exhibited the same
trends in body whorl size, spire length and aperture
shape as indicated by the GPA, PCA, and traditional
length measurements. These corresponding patterns in
shell shape suggest that the invasive snail exhibited a
similar response to environmental variation as its long
established native counterpart.
These trends in variation for body whorl size
emerged despite the potential for errors in landmark
placement along the curvature of the body whorl,
although random error in landmark placement might
have reduced the significance of the observed
patterns. However, the possible inconsistences of
landmark placement contributed rather little to the
overall results, as only 7.4 % of the variation was
explained by the Principle Component axis that
carried body whorl variation (PC2) (Fig. 5b). Future
studies should use semi-landmarks on snail body
whorls to eliminate inconsistencies in placement,
thereby improving confidence in quantitative comparisons of curved surfaces (Mitteroecker and Gunz
2009; Sheets 2011).
The observed parallel responses fit a priori expectations based on biomechanical analysis of snail shell
shape in water flow (Dussart 1987; Vermeij 1995;
Statzner and Holm 1989; Haase 2003; Minton et al.
2007, 2011). Our past work suggests that water flow
variation is an important determinant of shell variation
in invasive Po. antipodarum populations (Kistner and
Dybdahl 2013). The analysis of Py. robusta shell
shape variation is also consistent with these expectations. This pattern is most clearly seen by comparing
snails of both species from Reservoir and the River
sites 2 and 3. The Reservoir site provides a stable
lentic environment while snails located from the River
sites experience higher flow rates (Table 1). Longer
spires and smaller apertures exhibited by the Reservoir
snails are consistent with lentic conditions (Vermeij
1995) while the short and stout shells exhibited by
River 2 and 3 snails provide greater protection against
the free-flowing currents along the Snake River
(Dussart 1987). Therefore, shell shape variation across
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three of the four sites is consistent with environmental
responses to water flow, although other unmeasured
factors are likely contributing to this variation (Minton
et al. 2007, 2011).
Although the patterns of variation were consistent
among sites, Po. antipodarum at the River 1 site was
an exception. Here, the two species differed greatly in
the shape of their body whorl, spire length, and
aperture size. The shell form of Py. robusta snails at
River 1 is consistent with the high flow velocity of this
site while the Po. antipodarum shell form at this site is
not. This discrepancy may be due to the fact that water
velocity at River 1 was nearly twice as fast as that at
River 2 and 3. It is possible that, compared to Py.
robusta, Po. antipodarum avoid strong current by
moving into more sheltered habitats (Haase 2003),
reducing the influence of current on shell shape. It is
also possible that the two species are responding to
different abiotic and biotic variables at this site.
Minton et al. (2011) found that spring snail shape was
correlated with water pH and temperature. Direct and
indirect effects of predation can also alter shell shape
(Bourdeau 2009, 2010). It is plausible that Po.
antipodarum exhibited smaller body whorls and
longer spires at River 1 site than their native counterparts as a result of increased predation in invasive
populations. Snails may respond to predators by
exhibiting elongated spires that allow greater contraction of soft tissue (Bourdeau 2009). Multiple snail
fitness measurements in conjunction with environmental data would provide stronger evidence for
adaptive shell responses to water flow. An examination of the fitness of different shell forms across
multiple environments is required to verify that Po.
antipodarum shell shape variation is adaptive.
While our results are consistent with the adaptive
explanation, it remains unclear whether phenotypic
plasticity, transgenerational non-genetic inheritance
of plastic responses, or genetically based evolutionary
change is the driving force behind Po. antipodarum’s
shell variation. In their native range, there is evidence
that Po. antipodarum exhibits plasticity in shell shape
along a water flow gradient (Haase 2003). It is possible
that plasticity has allowed shell shape in Po. antipodarum to quickly respond to local conditions and
express variation similar to that seen in Py. robusta.
The parallel shell forms of the invader and native
might result from the plasticity in Po. antipodarum
which could account for the rapid matching of the
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native snail Py. robusta (Schweitzer and Larson 1999;
Legar and Rice 2003). Invasive species invading novel
environments often display increased plasticity compared to populations in the native range and populations of related native species (McDowell and Lee
2002; Yeh and Price 2004; Lee et al. 2003; Dybdahl
and Kane 2005; Lombaert et al. 2008). While both
native and invasive snails exhibit similar patterns of
variation in shell morphology along the Snake River,
populations of Po. antipodarum do not exhibit as
much shell variation as Py. robusta along the same
sites (Fig. 4). This may be due to incomplete phenotypic plasticity, defined as an incomplete adaptive
response to the new fitness optimum (Ghalambor et al.
2007). It may take several generations for an invasive
species to achieve a perfectly adaptive plastic response
via natural selection on plasticity (Richards et al.
2006).
Adaptive evolution is another possible explanation
for the variation in shell shape seen in Po. antipodarum (Drown et al. 2010; Kistner and Dybdahl 2013). If
native Py. robusta represents the optimal phenotype at
each site, then the similarity in shell shape among sites
suggests that invasive Po. antipodarum has come to
mimic the native shape within a relatively short time
scale. Clonal populations of Po. antipodarum have
reached such high density in the invaded range
(Kerans et al. 2005; Hall et al. 2006; Riley et al.
2008) that genetic variation is possible via rapid
accumulation of mutations (Butin et al. 2005) and
there is evidence for genetic variation in invasive Po.
antipodarum populations in the Snake River (Dybdahl
and Kane 2005; Hershler et al. 2010). Alternatively,
epigenetic changes might be responsible for rapid
change in invasive species, especially when plastic
responses can be inherited across generations (Bonduriansky et al. 2011). A reciprocal transplant experiment between low and high flow sites could directly
test whether observed shell variation is due to evolved
specialization or phenotypic plasticity.
Our results support an adaptive explanation for
shell variation in a widespread invasive snail. We
found that Po. antipodarum has responded to environmental conditions in a similar manner as its native
counterpart, Py. robusta. Shell shape variation was
consistent with differences in water velocity. Short
and stout shell shells were found in high flow
environments while long narrow shell shells were
found in lentic habitats. Our findings are consistent
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with other studies on snail morphology across flow
gradients (Statzner and Holm 1989; Haase 2003;
Minton et al. 2007, 2011). Although these results are
compatible with an adaptive response in the invasive
snail, an association between measures of fitness and
shell shape across a wider sample of well-characterized sites would help to confirm our conclusion. If
shell morphology responds adaptively, then that
capacity might help explain this invader’s success
across broad environmental gradients.
Acknowledgments We thank Patrick Carter, Richard
Golmulkiewicz, Leslie Riley, Devin Drown, Sarah Redd,
Daniel Borkowski, and three anonymous reviewers for
valuable feedback in preparation of this manuscript. We
extend a special thanks to William Clark at the Orma J. Smith
Museum of Natural History for loaning the Py. robusta shell
samples used in this study. We are grateful to Marc Evans for
statistical advice.

References
Agrawal AA (2001) Phenotypic plasticity in the interactions and
evolution of species. Science 294:321–326. doi:10.1126/
science.1060701
Baker HG (1965) Characteristics and modes of origin of weeds.
In: Baker HG, Stebbins GL (eds) The genetics of colonizing species. Academic Press, New York, pp 147–168
Bonduriansky R, Crean AJ, Day T (2011) The implications of
nongenetic inheritance for evolution in changing environments. Evol Appl 5:192–201. doi:10.1111/j.1752-4571.
2011.00213.x
Bourdeau PE (2009) Prioritized phenotypic responses to combined predators in a marine snail. Ecology 90:1659–1669.
doi:10.1890/08-1653.1
Bourdeau PE (2010) An inducible morphological deference is a
passive by-product of behavior in a marine snail. Proc R
Soc B 277:455-463. doi:10.1098/rspb.2009.1295
Butin E, Porter AH, Elkington J (2005) Adaptation during
biological invasions and the case of Adelges tsuga. Evol
Ecol Res 7:887–900
Drown DM, Levri EP, Dybdahl MF (2010) Invasive genotypes
are opportunistic specialists not general purpose genotypes. Evol App 4:132–143. doi:10.1111/j.1752-4571.
2010.00149.x
Dussart GJ (1987) Effects of water flow on the detachment of
some aquatic pulmonate gastropods. Am Malacol Bull
5:65–72
Dybdahl MF, Drown DM (2011) The absence of genotypic
diversity in a successful parthenogenetic invader. Biol
Invasions 13:1663–1672. doi:10.1007/s10530-010-9923-4
Dybdahl MF, Kane SL (2005) Adaptation versus phenotypic
plasticity in the success of a clonal invader. Ecology
86:1592–1601. doi:10.1890/04-0898
Ghalambor CK, McKay JK, Carroll SP, Reznick DN (2007)
Adaptive versus non-adaptive phenotypic plasticity and the

Shell morphology and phenotypic plasticity
potential for contemporary adaptation in new environments. Funct Ecol 21:394–407. doi:10.1111/j.1365-2435.
2007.01283.x
Haase M (2003) Clinal variation in shell morphology of the
freshwater gastropod Po. antipodarum antipodarum along
two hill-country streams in New Zealand. J R Soc N Z
33:549–560. doi:10.1080/03014223.2003.9517743
Hall RO, Dybdahl MF, Vanerloop MC (2006) Extremely high
secondary production of introduced snails in rivers. Ecol
Appl 16:1121–1131. doi:10.1890/1051-0761(2006)016
[1121:EHSPOI]2.0.CO;2
Hauser L, Carvalho GR, Hughes RN, Carter RE (1992) Clonal
structure of the introduced freshwater snail NZ mudsnail
(Prosobranchia: Hydrobiidae), as revealed by DNA fingerprinting. Proc R Soc Lond B 249:19–25. doi:10.1098/
rspb.1992.0078
Hershler R, Liu H (2004) Taxonomic reappraisal of species
assigned to the North American freshwater gastropod subgenus Natricola (Rissooidea: Hydrobiidae). Veliger 47:66–81
Hershler R, Liu HP, Clark WH (2010) Microsatellite evidence
of invasion and rapid spread of divergent New Zealand
mudsnail (Po. antipodarum antipodarum) clones in the
Snake River basin, Idaho USA. Biol Invasions
12:1521–1532. doi:10.1007/s10530-009-9564-7
Holomuzki JR, Biggs BJF (2006) Habitat-specific variation and
performance trade-offs in shell armature of New Zealand
mud snails. Ecology 87:1038–1047. doi:10.1890/00129658(2006)87[1038:HVAPTI]2.0.CO;2
Janson K, Sundberg P (1983) Multivariate morphometric analysis of two varieties of Littorina saxatilis from the
Swedish west coast. Mar Biol 32:9–15. doi:10.1007/
BF00394274
Kemp P, Bertness MD (1984) Snail shapes and growth rates:
evidence for plastic shell allometry in Littorina littorea.
Proc Natl Acad Sci USA 81:811–813
Kerans BL, Dybdahl MF, Gangloff MM, Jannot J (2005)
Macroinvertebrate assemblages and the New Zealand mud
snail, a recent invader to streams of the greater Yellowstone ecosystem. J North Am Benthol Soc 24:123–138.
doi:10.1899/0887-3593(2005)024\0123:PADDAE[2.0.
CO;2
Kistner EK, Dybdahl MF (2013) Adaptive responses and invasion: the role of plasticity and evolution in snail shell
morphology. Ecol Evol 3:424–436. doi:10.1002/ece3.471
Lee CE (2002) Evolutionary genetics of invasive species. Trend
Ecol Evol 17:386–391. doi:10.101615069-5347(02)02554-5
Lee CE, Gelembiuk GW (2008) Evolutionary origins of invasive populations. Evol Appl 1:427–448. doi:10.1111/j.
1752-4571.2008.00039.x
Lee CE, Remfert JL, Gelembiuk GW (2003) Evolution of
physiological tolerance and performance during freshwater
invasion events. Integr Comp Biol 43:439–449. doi:10.
1093/icb/43.3.439
Legar EA, Rice KJ (2003) Invasive California poppies (Eschscholzia californica Cham.) grow larger than native
individuals under reduced competition. Ecol Lett
6:257–264. doi:10.1046/j.1461-0248.2003.00423.x
Lele SR, Richtsmeier JT (2010) An invariant approach to statistical analysis of shapes. CRC Press, New York
Lombaert E, Malausa T, Devred R, Estoup A (2008) Phenotypic
variation in invasive and biocontrol populations of the

2625
harlequin ladybird, Harmonia axyridis. Biocontrol
53:89–102. doi:10.1007/s10526-007-9131-z
McDowell S, Lee C (2002) Photosynthetic characteristics of
invasive and non-invasive species of Rubus (Rosaceae).
Am J Bot 89:1431–1438. doi:10.3732/ajb.89.9.1431
Minton R, Resse S, Swanger K, Perez K, Hayes D (2007)
Changes in shell morphology of Elimia comalensis (Gastropoda: Pleuroceridae) from the Edwards Plateau, Texas.
Southwest Nat 52:475–481. doi:10.1894/0038-4909(2007)
52[475:CISMOE]2.0.CO;2
Minton R, Lewis E, Netherland B, Hayes D (2011) Large differences over small distances: plasticity in the shells of
Elimia potosiensis (Gastopoda: Pleuroceridae). Int J Biol
3:23–32. doi:10.5539/ijb.v3n1p23
Mitteroecker P, Gunz P (2009) Advances in geometric morphometrics. Evol Biol 36:235–247. doi:10.1007/s11692009-9055-x
Negovetic S, Jokela J (2001) Life history variation, phenotypic
plasticity, and subpopulation structure in a freshwater
snail. Ecology 82:2805–2815. doi:10.1890/00129658(2001)082[2805:LHVPPA]2.0.CO;2
Ponder WF (1988) NZ mudsnail, a Molluscan colonizer of
Europe and Australia. J Mollusca Stud 54:271–286
Prentis PJ, Wilson JRU, Dormontt EE, Richardson DM, Lowe
AJ (2008) Adaptive evolution in invasive species. Trend
Plant Sci 13:288–294. doi:10.1016/j.tplants.2008.03.004
Proctor T, Kerans B, Clancey P, Ryce E, Dybdahl M, Gustafson
D, Hall R, Pickett F, Richards D, Waldeck RD,Chapman J,
Wiltshire RH, Becker D, Anderson M, Pitman B, Lassuy D,
Heimowitz P, Dwyer P, Levri EP (2007) National management and control plan for the New ZealandMudsnail
(Po. antipodarum antipodarum). US Fish and Wildlife
Service
Report.
www.anstaskforce.gov/Documents/
NZMS_MgmtControl_Final.pdf. 11 Dec 2012
Richards CL, Bossdorf O, Muth NZ, Gurevitch J, Pigliucci M
(2006) Jack of all trades, master of some? On the role of
phenotypic plasticity in plant invasions. Ecol Lett
9:981–993. doi:10.1111/j.1461-0248.2006.00950.x
Riley LA, Dybdahl MF, Hall RO (2008) Invasive species
impact: asymmetric interactions between invasive and
endemic freshwater snails. J N Benthol Soc 27:509–520.
doi:10.1899/07-119.1
Rohlf FJ (1997) TPSDIG2. Department of Ecology and Evolution, State University of New York, Stony Book (available by ftp from life.Bio.SunnySB.edu/MORPHMET)
Rolan-Alvarez E, Johannesson K, Erlandsson J (1997) Maintenance of a cline in the marine snail Littorina saxatilis: the
role of home site advantage and hybrid fitness. Evolution
51:1838–1847. doi:10.2307/2411006
SAS Institute (2004) SAS/STAT 9.1 users’ guide. SAS Institute,
Cary, North Carolina, USA
Schilthuizen M, Haase H (2010) Disentangling true shape differences and experimenter bias: are dextral and sinistral
snail shells exact mirror images. J Zool 282:191–200.
doi:10.1111/j.1469-7998.2010.00729.x
Schweitzer JA, Larson KC (1999) Greater morphological plasticity of exotic honeysuckle species may make them better
invaders than native species. J Torre Bot Soc 126:15–23.
doi:10.2307/2997251
Sheets DH (2011) IMP software. Department of Physics,
Canisius College, Buffalo, NY, 14208, Department of

123

2626
Geology, SUNY at Buffalo, Buffalo NY 14260 (http://
www.canisius.edu/*sheets/morphosoft.htm)
Statzner B, Holm TF (1989) Morphological adaptation of shape
to flow: microcurrents around lotic macroinvertebrates
with known Reynolds numbers at quasi-natural flow condition. Oecologia 78:145–157. doi:10.1007/BF00377150
Stearns SC (1989) The evolutionary significance of phenotypic
plasticity. Bioscience 7:436–445. doi:10.2307/1311135
Struhsaker JW (1968) Selection mechanisms associated with
intraspecific snail variation in Littorina picta (Prosobranchia: Mesgastropoda). Evolution 22:459–480. doi:10.
2307/2406874
Taylor DW (1985) Evolution of freshwater drainages and
mollusks in Western North America. In: Smiley CJ (ed)
Late Cenozoic history of the Pacific Northwest. American
Association for the Advancement of Science, Pacific
Division, San Francisco, CA, pp 265–321
USGS National Water Information System (2013) USGS Water
Data for Idaho. http://waterdata.usgs.gov/id/nwis/. Accessed 10 Feb 2013

123

E. J. Kistner, M. F. Dybdahl
Vermeij GJ (1995) A natural history of shells. Princeton University Press, Princeton
Yeh PJ, Price TD (2004) Adaptive plasticity and the successful
colonization of a novel environment. Am Nat 164:531–
542. doi:10.1086/423825
Young KA, Snooeks J, Seehausen O (2009) Morphological
diversity and the roles of contingency, chance, and determinism in African cichlid radiations. PLoS One 4:1–8.
doi:10.1371/journal.pone.0004740
Zaranko DT, Farara DG, Thompson FG (1997) Another exotic
mollusk in the laureation great lakes: the New Zealand
native Po. antipodarum antipodarum (Gray 1843) (Gastropoda, Hydrobiidae). Can J Fish Aquat Sci 54:809–814.
doi:10.1139/f96-343
Zelditch ML, Swiderski DL, Sheets HD, Fink WL (2004)
Geometric morphometrics for biologists: a primer. Elseiver
Academic Press, New York

